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ABSTRACT: In spite of a nuclear targeting sequence, a substantial amount of dual-specificity tyrosine
phosphorylation-regulated kinase (Dyrk1A) is located within the cytoplasm of neurons. Analysis of
fractionated rat brains revealed that the majority of Dyrk1A was in the postnuclear precipitate. The kinase
in this fraction was resistant to high salt and Triton X-100 extraction at pH 6.5. Hypothesizing that Dyrk1A
binds tightly with cell constituents, we searched for Dyrk1A binding proteins in the Triton X-100-insoluble
fraction extracted with urea and fractionated by column chromatography. An overlay assay using the
recombinant kinase revealed that multiple proteins are capable of binding to Dyrk1A. Among them, we
identified clathrin heavy chain and dynamin 1 as potential candidates. An overlay assay using purified and
partially purified proteins showed the binding of Dyrk1A with both proteins. Under native conditions,
Dyrk1A precipitated with newly formed clathrin cages and with dynamin via the GST-amphiphysin SH3
domain.We also identified another endocytic protein, endophilin 1, as an additionalDyrk1A binding protein.
We then tested whether the clathrin-coated vesicle (CCV)-associated proteins could be phosphorylated by
Dyrk1A. Multiple proteins apparently distinctive from the known substrates were phosphorylated in the
brain CCV. Our findings suggest a role for Dyrk1A in controlling synaptic vesicle recycling processes.

Dual-specificity tyrosine phosphorylation-regulated kinase 1A
(Dyrk1A)1 is a proline-directed serine/threonine kinase (1, 2)
highly conserved among various organisms (3-5). The Dyrk1A
gene homologue, minibrain, is required for the proliferation of
neuroblasts during postembryonic neurogenesis in Drosophila.
Deletion mutations of the gene cause a reduction in the level of
kinase expression and in brain size (hence the name “minibrain”),
but not the brain gross anatomy of adult flies (6). As in to its role
in Drosophila, Dyrk1A is also involved in the early development
of the central nervous system of vertebrates (4, 7-9); it is
expressed strongly in the central nervous system and heart,
suggesting significant roles of Dyrk1A in the development of
these organs (8). The Dyrk1A gene is located within the Down
syndrome (DS) critical region of human chromosome 21 (9-11)
and considered as one of the key genes underlying DS. The
expression levels of Dyrk1A are elevated in individuals with
DS (12, 13), and transgenic mice overexpressing Dyrk1A exhibit

symptoms similar to those of DS, including neurodevelopmental
delay, cognitive deficits, and significant impairment in mem-
ory (14). Dyrk1A is expressed persistently throughout adulthood
in selected brain regions, such as the entorhinal cortex, the
olfactory bulb, the cerebellum, and the hippocampus (10, 15, 16),
brain regions affectedmost severely inDS patients. The temporal
and spatial distributions of Dyrk1A suggest that this gene plays
an important role in controlling the functions of the adult brain.
In addition, the level of Dyrk1AmRNA seems to be significantly
elevated in the hippocampus in individuals with Alzheimer’s
disease (AD) (17). Overexpression of the kinase in immortalized
hippocampal cells produced the neuropathological features of
DS and AD (18). Thus, it is rational to believe that upregulation
of Dyrk1A contributes to the abnormal neurobiological features
seen in DS and AD patients.

Several substrates for this kinase have been identified such as
microtubule-associated protein tau (19, 20), transcription factors
suchasFKHR(21), cAMPresponseelement-bindingprotein (22),
NFAT (23, 24), R-synuclein (25), and caspase 9 (26, 27). We have
found that Dyrk1A phosphorylates multiple proteins engaged in
regulated endocytosis in neurons: dynamin 1a (28), synaptojanin
1 (29), and amphiphysin 1 (30). Dynamin 1 phosphorylation
occurs primarily at Ser857 in the proline rich domain (PRD) (31).
Phosphorylation at Ser857 directly contributes to a reduction in
the level of binding of dynamin to the Src homology 3 (SH3)
domains of amphiphysin 1 (31). Phosphorylation of synaptojanin
1 byDyrk1A also reduced its level of binding to the SH3 domains
of amphiphysin and intersectin (29). We expect that Dyrk1A
phosphorylates synaptojanin 1 within its PRD, yet the exact
phosphorylation site(s) remains to be mapped. Amphiphysin 1 is
phosphorylated at Ser293 within a PRD located in the middle of
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the protein, and phosphorylated amphiphysin 1 displays a
reduced level of binding to endophilin 1, but not to clathrin (30).
Thus, our results suggest that Dyrk1A functions to control
clathrin-mediated endocytosis in neurons.

Dyrk1A has a nuclear targeting sequence at its N-terminus, a
PEST sequence at its C-terminus, and the kinase domain between
these sequences (2). Because of the PEST sequence, this kinase is
assumed to have a short half-life. In spite of the nuclear targeting
sequence, a substantial amount of endogenous Dyrk1A is
localized within the cytoplasm of the cells in the brains of
humans, mice, and chickens (4, 15, 16, 32). Subcellular localizat-
ion of the kinase, however, has not been studied systematically.
To search for mechanisms that regulate Dyrk1A function, we
first aimed to identify Dyrk1A binding proteins in the post-
nuclear fraction from rat brain. We found that the majority of
Dyrk1A was associated with postnuclear structures that are
insoluble after extraction with high-salt/Triton X-100 and that
at least three endocytic accessory proteins could function as the
kinase binding proteins. In addition, multiple proteins associated
with brain clathrin-coated vesicles (CCVs) were phosphorylated
by Dyrk1A.

MATERIALS AND METHODS

Materials. Rat brains (frozen or excised freshly and shipped
on ice) were purchased from Pel-Freez (Rogers, AR). A mono-
clonal anti-Dyrk1A antibody (8D9) was produced “in house” as
described in ref 16. The specificity of this antibody is shown in
Figure 1A. The monoclonal antibody against human dynamin 1
(Hudy 1) was obtained from Millipore (Billerica, MA). Gluta-
thione (GT) resin and monoclonal anti-clathrin heavy chain
antibody were from BD Transduction Laboratories (Franklin
Lakes, NJ). Alkaline phosphatase-conjugated goat anti-mouse
IgG (absorbed with rat serum proteins) and mass spectrometric
(MS) grade trypsin were purchased from Sigma-Aldrich (St. Louis,
MO). [γ-32P]ATP was obtained from MP Biomedicals, Inc.
(Costa Mesa, CA). CDP-Star reagent was from New England
Biolab (Ipswich, MA).
Subcellular Fractionation of Dyrk1A from Rat Brain.

Rat brain was homogenized with 3 volumes of 10 mM Tris-HCl
(pH 7.4), 0.25 M sucrose, 0.5 mM DTT, and 1 mM EGTA
(homogenization buffer). The homogenate (H), filtered through
four layers of gauze, was centrifuged at 1000g for 10 min. The
precipitate was resuspended in 2 volumes of homogenizing buffer
and centrifuged again. The supernatants were combined (S1),
whereas the precipitate (P1, crude nuclear fraction) was resus-
pended in a DNase I digestion buffer [10 mMTris-HCl (pH 7.4),
0.1MNaCl, 5 mMMgCl2, and 5mMCaCl2]. S1 was centrifuged
at 19000g for 40 min to collect the supernatant (S2) and
precipitated (P2) fractions. S2 was further centrifuged at
150000g for 1 h, and both precipitated (P3) and supernatant
(S3) fractions were collected. The P2 and P3 fractions were
resuspended in homogenization buffer. Aliquots of the homo-
genate and the P1 suspension were incubated with DNase I
(70-100 μg of total protein/μg of DNase I) at 37 �C for 30 min
before use. An aliquot of the resuspended P2 fraction was
extracted with 2% Triton X-100 (Tx-7.4) or 1 M NaCl (Na-
7.4) at 4 �C for 30min. For extraction at pH 6.5, an aliquot of P2
was resuspended in MES buffer [0.1 M MES (pH 6.5), 1 mM
EGTA, 0.2mMDTT, and 0.5mMMgCl2] containing 2%Triton
X-100 (Tx-6.5). After centrifugation at 25000g for 30 min, the
supernatant and precipitate fractions were collected. Protease

inhibitor cocktail (Roche Diagnostics, Indianapolis, IN) was
added throughout the experiments.

The Triton X-100-insoluble fraction at pH 6.5 was mixed with
8 M urea at room temperature for 30 min. The urea extract,
collected by centrifugation at 25000g for 30 min, was applied to
a hydroxylapatite (HA) column (1.5 cm � 5 cm). The column-
unbound fraction (ub) was collected, and the columnwas washed
with 10 mM potassium phosphate (pH 7.5) containing 6 M urea
and then eluted at 4 �C with a gradient of potassium phosphate
from 10 to 500 mM in the presence of 6 M urea. Unbound and
pooled fractions from column chromatography containing 8 or
6Murea were concentrated in dialysis tubes against solid sucrose.
Preparation of CCVs andOther Proteins. Fresh rat brains

or mouse livers were homogenized with a MES buffer, and the
CCV preparations were obtained according to the method of
Campbell et al. (33). The CCV-associated proteins were stripped
by incubating liver CCVs with 0.8 M Tris-HCl (pH 7.4) accord-
ing to the method of Manfredi et al. (34). Dynamin was purified
from frozen rat brains as described previously (31). Recombinant
full-lengthDyrk1A and theGST-truncated kinase at theC-termi-
nal PEST domain (at amino acid 497) (GST-Dyrk1A497) was
prepared as described in refs 28 and 35, respectively. Dyrk1A497

with a poly-His tag (six-histidine repeat) at its N-terminus
was generated by reconstruction of the pND vector using the
same strategy as described in ref 35. The GST-endophilin
1 (human, full-length) was prepared as described previously (28).
Full-length endophilin 2 was prepared by PCR using a set of
primers (50-ccgcgtggatccatgtcggtggcggggctgaagaag-30 and 50-atc-
gatctcgagtcattatcactgcggcaggggcacaagc-30 for the 50-side and
30-primer, respectively) using human brain QUICK-Clone
cDNA (CLONTECH) as a template. The resultant PCRproduct
was inserted into a pGEX vector at the BamHI and XhoI sites.
The vector was confirmed by DNA sequencing, and the
GST-endophilin 2 was expressed in Escherichia coli. Protein
concentrations were determined by the Lowry method using
BSA as a standard.
Dyrk1A Overlay Assay. Proteins of interest were separated

via SDS-PAGE using a Tris-Tricine gel system (36) with gels
consisting of either 7% acrylamide and 0.128% bisacrylamide or
8% acrylamide and 0.24% bisacrylamide and transferred to
PVDF membranes. Mini-gels or regular size gels (14 cm�15 cm,
1.1 cm lane width) were employed for the assay. After being
blocked in 1% BSA and 2.5% milk in PBS-Tween (blocking
buffer), the membranes were incubated with Dyrk1A at 4 �C
overnight in blocking buffer. Positions of the membrane-bound
Dyrk1A were revealed by 8D9.
Identification of Dyrk1A Binding Proteins. Proteins were

separated via 7%SDS-PAGEusing regular size gels in duplicate
sample sets. Each sample set was arranged to be sandwiched
between two marker protein lanes. The gels with one set of lanes
were stained with Coomassie Blue and stored in a destaining
solution, whereas the proteins from the other set of lanes were
transferred to PVDF membranes. Each sample lane of the
membrane was cut into three strips. The strips next to the marker
protein lane were stainedwith Coomassie Blue. Themiddle strips
were overlaid with Dyrk1A, and the third strips were kept in the
blocking buffer as a control. The latter two strips were subjected
to immunoblotting using 8D9. All three strips for each sample
lane were reassembled, and the protein bands stained positive for
Dyrk1A in the overlaid lane but negative in the control lane were
identified in the membrane strip stained with Coomassie Blue.
The putative Dyrk1A binding proteins were then identified in the
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corresponding positions of the polyacrylamide gels stained with
Coomassie Blue. The bands of interest were cut out, avoiding
both edges of the each band, and processed by in-gel digestion for
MS analyses.
LC-MS/MS Analysis. The in-gel digestion procedure

was based on the method of Shevchenko et al. (37) with
modifications. Briefly, the excised gels stained with Coomassie
Bluewere destained twicewith 300 μLof 40%acetonitrile [in 0.1M
NH4HCO3 (pH 8.0)] for 30 min at 37 �C in 1.5 mL centrifuge
tubes with a screw cap. The proteins were subsequently modified
by incubating the gel slices first with 10 mM DTT and 0.1 M
NH4HCO3 for 30 min at 60 �C and then with 100 mM
iodoacetamide and 0.1 M NH4HCO3 in the dark for 45 min at
room temperature. The gel slices were washed twice with 300 μL
of digestion buffer (9% acetonitrile and 40 mMNH4HCO3) and
dried in a speed-vac concentrator. A small volume (5-10 μL) of
trypsin (0.02 μg/μL of digestion buffer) was applied directly onto
each dried gel slice. Additional digestion buffer was subsequently
added to cover the slice, and the gels were incubated at 37 �C
overnight. The tryptic peptides, recovered in the supernatant
after a brief centrifugation, were purified on a C18 OMIX tip
(Varian, Inc., Lake Forest, CA). The purified peptides were
analyzed by an LC-MS/MS system (Waters Corp.) equipped
with a nanoflow electrospayer by scanning fromm/z 200 to 1990
at 1.1 s intervals (Supporting Information).

RESULTS

Although substantial amounts of Dyrk1A are detected in
cytoplasm by immunostaining of brain sections, subcellular
localization of the kinase has not been systematically addressed.
Therefore, we first estimated the amount of Dyrk1A associated
with various subcellular fractions from rat brains. The homo-
genate (H) was first centrifuged at low speed to produce a nuclear
precipitate (P1) and postnuclear supernatant (S1). S1 was then
centrifuged at high speed to produce a postnuclear precipitate

(P2) and supernatant (S2) fractions. S2 was further ultracentri-
fuged to produce a microsomal precipitate (P3) and cytosol (S3)
fractions. As seen in Figure 1B, a substantial amount of kinase
was recovered in S1, whereas the kinase level in the crude nuclear
fraction, P1, was clearly low. Dyrk1A seemed to be concentrated
in the postnuclear precipitates of P2 and P3, but much less in the
cytosol fraction. On the basis of the total proteins recovered in
each fraction and the relative reactivity of the anti-Dyrk1A
antibody, we estimated that approximately 70 and 7% of the
kinase in brain homogenate were recovered in the P2 and P3
fractions, respectively (Table 1). Recombinant Dyrk1A is a
soluble protein; therefore, these results suggest that the most of
the endogenous kinase was associated with cell constituents
recovered in the postnuclear precipitates. Similar results were
obtained from the cultured CHO cells (in confluent); the nuclear
fraction had low but detectable amounts of kinase, whereas the
majority of the kinase was again associated with the postnuclear
precipitates (data not shown).

We then tested whether Dyrk1A was loosely associated with
the cellular constituents, by incubating the P2 fraction with a
detergent or high salt (Figure 1C). At pH 7.4, the kinase became
soluble to some extent after treatment with Triton X-100 (Tx-7.4)
and 1.0 M NaCl (Na-7.4). However, at pH 6.5, treatment with
neither Triton X-100 (Tx-6.5) nor NaCl (not shown) released the
kinase in the supernatant at a significant level. Dyrk1A or its
binding components apparently bind to cell constituents in
the P2 fraction more tightly at pH 6.5 than at pH 7.4. Therefore,
we searched for Dyrk1A binding proteins in the Triton X-100-
insoluble fraction at pH 6.5 assuming that the binding protein(s)
remains insoluble at this pH. The insoluble fraction (Tx-6.5) was
extractedwithurea at pH7.4 and fractionated using aHAcolumn
in the presence of urea. The column-unbound and -bound
fractions were processed in duplicate; one set was subjected to
immunoblotting directly with 8D9 (Figure 2A, panel I), and
the other set was incubated first with recombinant full-length
Dyrk1A (overlay) and then blotted with 8D9 (panel II). Fractions
15-25 contained endogenous Dyrk1A (∼90 kDa), as revealed in
the membranes without an overlay (arrow). The broad and less
intense band at approximately 60 kDa (arrowhead) appeared to
be caused by nonspecific binding of antibody (8D9 and/or goat
anti-mouse IgG) due to the high protein levels in this band. For
the Dyrk1A-overlaid membranes, 8D9 clearly stained multiple
new bands (asterisks); the column-unbound fraction (lane ub)
contained at least four Dyrk1A-interacting bands (ranking from
70 to 120 kDa), while the column-bound fractions, eluted in

FIGURE 1: Patterns of extraction of Dyrk1A from rat brain.
(A) Specificity of monoclonal anti-Dyrk1A (8D9) antibody. Rat
brain homogenate (50 μg/lane) was separated via 7% SDS-PAGE
and transferred to a PVDF membrane. Each lane was cut out,
blocked, and incubated without primary antibody (lane 1), with
8D9 (lane 2), and with 8D9 premixed with an excess amount of
Dyrk1A (lane 3). For lane 3, the full-length kinase was boiled briefly
in the presence of 1% SDS and diluted (1/10) in a blocking buffer
before being mixed with 8D9. (B) Fractionation of Dyrk1A from rat
brain into homogenate (H) and subcellular fractions S1, P1, S2, P2, S3,
and P3 was conducted as described in Materials and Methods. Sixty
microgramsofproteinsper lanewas separatedvia7%SDS-PAGEand
subjected to immunoblotting with 8D9. (C) Effects of Triton X-100,
NaCl, and pH on extraction of Dyrk1A from postnuclear precipitate
2. P2 (ori) was extracted with 2% Triton X-100 at pH 6.5 (Tx-6.5), at
pH 7.4 (Tx-7.4), or with 1 M NaCl (Na-7.4). The supernatant (S) was
removed, and the precipitate (P) was reconstituted with the starting
volume of the homogenization buffer. Equal volumes of samples were
used per lane for immunoblots with 8D9.

Table 1: Recovery of Total Proteins and Relative Amounts of Dyrk1A in

Various Fractions from Rat Brain

Dyrk1A estimated

fraction

total protein

(mg) unitsa/mg

unitsa

total

recovery

(%)

homogenate 226 102b 23052 100

1000g supernatant (S1) 176 104 18251 79

1000g precipitate (P1) 31 39 1215 5

19000g supernatant (S2) 58 66 3811 17

19000g precipitate (P2) 83 193 16019 69

150000g supernatant (S3) 45 60 2700 12

150000g precipitate (P3) 6 265 1588 7

aThe unit represents an arbitrary unit from the scanning. bThe immu-
noblot shown in Figure 1B was scanned using an Epson V700 scanner, and
the staining intensities of each band were quantified using Image-J.



9300 Biochemistry, Vol. 48, No. 39, 2009 Murakami et al.

fractions 9-36, had at least three Dyrk1A-interacting bands with
apparent molecular masses of 70, 100, and 150 kDa.

The unbound and pooled fractions (from 15 to 25) from the
column were concentrated and used to identify Dyrk1A binding
proteins. In the unbound fraction, the kinase overlay assay
revealed a faintly stained band with a molecular mass of ∼120 kDa
(arrowhead) and multiple bands with masses ranging from 70 to
90 kDa, which were stained more intensely than the 120 kDa band
(Figure 2B, lane ub). In contrast, the pooled fraction contained one
sharp band of ∼150 kDa (asterisk) and diffuse bands with
molecular masses of 110-120 kDa (lane pf). In this study, we
focused on the proteins at 120 kDa in the unbound fraction and at
150 kDa in the pooled fraction because they were clearly distin-
guishable from the other protein bands in the Coomassie Blue-
stained gel (Figure 2C). LC-MS/MS analysis of the 120 kDa band
gave five peptides corresponding to dynamin 1, whereas the
150 kDa band produced 18 peptides of clathrin heavy chain
(see Table 2 of the Supporting Information for a summary).
Although the apparent size (120 kDa) was larger than that of
dynamin 1 (100 kDa), parallel staining with Coomassie Blue and
Western blotting using monoclonal anti-human dynamin 1 anti-
body (Hudy 1) for the strips cut out from a single lane confirmed
that the 120 kDa band indeed contained dynamin 1 (Figure 2D).
The presence of urea in the sample as well as the running conditions
for SDS-PAGE (with a Tris-Tricine buffer system instead of

Tris-Glycine) likely altered the migration pattern of dynamin. By
conducting a similar assay, we confirmed the 150 kDa band in the
pooled fraction as the clathrin heavy chain (not shown).

To further substantiate the findings, we tested whether Dyrk1A
interacted with purified dynamin 1 and clathrin heavy chain
(Figure 3). First, the dynamin purified from rat brain was
incubated with immobilized Dyrk1A on a PVDF membrane,
and the membrane-bound dynamin 1 was detected with Hudy 1
(Figure 3A). Recombinant full-length Dyrk1A usually gives
multiple bands after being stained with 8D9; they are likely
degradation products of the kinase. The dynamin overlay assay
also revealed multiple bands detected byHudy 1, where dynamin
1 apparently bound better to a degraded Dyrk1A of 85 kDa.
Increasing the amount of immobilized kinase increased Hudy 1
reactivity, whereas without the dynamin overlay, the Hudy 1
reactivity was negative, confirming the interaction. Similar results
were obtained by overlaying Dyrk1A on immobilized dynamin
(Figure 3B), where Dyrk1A bound to the dynamin in a dynamin
concentration-dependent manner. Likewise, clathrin heavy chain-
Dyrk1A binding was confirmed by an overlay assay no matter
whether clathrin or the kinase was immobilized (Figure 3C).

We then analyzed the dynamin-Dyrk1A interaction under
native conditions by two approaches. In the first approach,
using the GST-Dyrk1A (full-length) and GT-resins failed
to pull down dynamin (not shown), which was consistent with

FIGURE 2: Separation of the Dyrk1A binding proteins by HA column chromatography. (A) Dyrk1A overlay assay of the fractions from a HA
column (I and II) and the total urea extract (inset). The urea extract from the Tx-6.5 precipitate fractionwas applied to aHA column as described
in Materials and Methods. Equal volumes of selected fractions from the column were subjected to 8% SDS-PAGE in duplicate sets and then
transferred toPVDFmembranes.After blocking, one set of themembraneswas kept inblockingbuffer as a control [panel I and (-)], and theother
set was overlaid with 4 μg/mL full-length Dyrk1A [panel II and (+)]. The bound kinase was revealed by 8D9: (arrow) endogenous rat brain
Dyrk1A, (arrowhead) abundant protein around 60 kDa, and (asterisk) specific bands seen only after Dyrk1A overlay. The low-molecular mass
proteins, <50 kDa and seen in the total urea extract (inset) after Dyrk1A overlay, were not detected via column chromatography. (B) Overlay
assay of the concentrated unbound (ub) and pooled fractions (pf) 15-25. Aliquots of the concentrated fractions weremixedwith an equal volume
of 2� SDS sample buffer, separated via 8% SDS-PAGE, and subjected to the Dyrk1A overlay assay. (C) Coomassie Blue staining of unbound
and pooled fractions.Aliquots of the samples frompanel Bwere separated via 7%SDS-PAGEusing regular size gels. After theDyrk1Aoverlay,
the 8D9 positive bands fromub (arrowhead) and pf (asterisk) lanes were cut out and processed for LC-MS/MS analysis. (D)Migration position
of dynamin 1 under our SDS-PAGEconditions. An aliquot of the ub fraction frompanel Bwas subjected to SDS-PAGEas described for panel
C and transferred to a PVDF membrane. The sample lane was cut in half; one strip with protein standards was stained with Coomassie Blue
(a), while the other was immunoblotted by using anti-dynamin 1 antibody (Hudy1) (b).
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earlier work (28). We then took advantage of the ability of
dynamin PRD to bind the SH3 domain; we tested whether
Dyrk1A could be recovered with dynamin in GT-resin/
GST-SH3 domain precipitates. Two sources of the SH3 domain
were used as anchors for the precipitation assay: GST-full-
length endophilin (GST-End 1) and GST-amphiphysin SH3
domain (GST-Am-SH3). By testing whether Dyrk1A itself binds
these proteins, we unexpectedly found that Dyrk1A bound
tightly to GST-endophilin (Figure 4A, lanes 3 and 4). The
kinase did not bind to GT-resin (lane 5) and very little to GST-
Am-SH3 (lanes 1 and 2), suggesting that the Dyrk1A binding is
specific to the endophilin 1moiety. In addition, we found that the
Dyrk1A binding was specific to the endophilin 1 isoform because
GST-End 1 pulled down Dyrk1A in a concentration-dependent
manner, but not GST-End 2 (Figure 4B). Therefore, dyna-
min-Dyrk1A binding under native conditions was tested by
using GST-Am-SH3 for the pull-down assay. The full-length
kinase preparations always contained multiple protein bands;
some of them are assumed to be variously degraded kinase (just
as seen in Figures 3A and 4A), whereas the truncated kinase
without the C-terminal PEST domain (Dyrk1A497) can be
purified at high purity. Therefore, we used the poly-His-tagged
Dyrk1A497 for the pull-down assay (Figure 4C). Dyrk1A497 was
pulled down with GST-Am-SH3 when dynamin was present
(lane 1). Under the same assay conditions, Dyrk1A497 did
not bind to the GT-resin (lane 2) and bound very weakly to

GST-Am-SH3 without dynamin (lane 3), suggesting that dyna-
min and Dyrk1A497 bind under native conditions.

Similarly, clathrin-Dyrk1A binding under native conditions
was tested by cosedimenting Dyrk1A with clathrin cages. Since
liver expresses very little Dyrk1A, dynamin 1, and endophilin 1,
we used the stripped proteins from mouse liver CCVs for the
study. Clathrin cages, formed by dialyzing the stripped proteins
against MES buffer at pH 6.5 (34), were collected by ultracen-
trifugation (Figure 4D). As expected, there was no detectable
level of Dyrk1A in the liver clathrin cages (lanes 1 and 2).

FIGURE 3: Overlay assays of purified dynamin, clathrin, andDyrk1A.
(A) Dynamin overlay assay. Various amounts of full-length Dyr-
k1A were separated via 7% SDS-PAGE and transferred to PVDF
membranes in duplicate. The membranes were blocked and incu-
bated without (-) or with (+) purified rat brain dynamin (1 μg/mL)
in blocking buffer. The bound dynamin 1 was revealed by Hudy 1.
The immunoblot of the recombinant Dyrk1A (full-length, 0.25 μg/
lane) (8D9), used for the binding assay, is shown next to the protein
standards (St). (B) Dyrk1A overlay assay. Purified rat brain dyna-
min in the indicated amounts was transferred to a PVDFmembrane
as in panel A for the overlay assay with Dyrk1A (4 μg/mL), and
the membrane-bound kinase was revealed with 8D9. (C) Clathrin
heavy chain-Dyrk1A overlay assay. A crude clathrin preparation
extracted from mouse liver CCVs was used for the overlay assay as
described for both panels A and B. Bound Dyrk1A and clathrin
heavy chain were revealed by using corresponding antibodies and
are denoted with arrows.

FIGURE 4: Binding of Dyrk1A under native conditions. (A) Affinity
precipitation of Dyrk1A by the GST-endophilin 1. The GST-
amphiphysin SH3 domain (GST-Am-SH3) or GST-endophilin
1 (GST-End 1) (7 μg each) was incubated with Dyrk1A (4 μg) and
GT-resin (15 μL as a suspension) in a binding buffer [20mMHEPES
(pH 7.4), 1% Triton X-100, 0.12 M NaCl, 0 1 mM EGTA, 0.1 mM
EDTA, and 0.1 mM DTT] in a final volume of 50 μL. After
incubation at 4 �C overnight, the resins were washed three times with
binding buffer and the resin-bound Dyrk1A was eluted with 20 mM
GTandanalyzedby immunoblotting using 8D9. (B) Isoform-specific
binding of endophilin toDyrk1A.Various concentrationsofDyrk1A
were incubated without (negative control) or with a fixed amount
(10 μg) of GST-endophilin 1 (GST-End 1) and GST-endophilin
2 (GST-End 2), and the GT-resin-bound kinase was analyzed as
described above. (C) Affinity precipitation of the dynamin-bound
Dyrk1A.GT-resinwasmixedwithpoly-His-taggedDyrk1A497 (4μg)
in the presence or absence of GST-Am-SH3 (16 μg) and purified
dynamin (1 μg) as described for panel A. The resin-boundDyrk1A497

was detected with 8D9. (D) Coprecipitation of Dyrk1A with clathrin
cages. A stock solution of full-length Dyrk1A was precleared by
centrifugation at 150000g for 2 h prior to use. Aliquots of the stripped
proteins from liver CCVs were mixed with and without Dyrk1A
(1 μg) in a final volume of 25 μL. The mixtures were then dialyzed
using Slide-A-Lyzer mini dialysis units (Pierce) overnight against a
MES buffer, and the clathrin cages formed during the dialysis were
collected by ultracentrifugation as described by Manfredi et al. (34).
The resultant precipitateswere subjected to immunoblotting using anti-
clathrin heavy chain antibody and 8D9. Duplicate samples are shown.
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Dyrk1A itself is soluble and did not sediment after dialysis (lanes
5 and 6). Dyrk1A was recovered in the sediments when the CCV
extract was included during dialysis (lanes 3 and 4), indicating a
direct interaction of Dyrk1A with the clathrin cages. The
presence of Dyrk1A did not alter the recovery levels of clathrin
heavy chains after the dialysis (lanes 1-4). This indicates that
Dyrk1A did not affect the assembly of the clathrin cages.

Dyrk1A could bindmultiple endocytic accessory proteins, and
various proteins required for CCV formation are known to be
phosphoproteins. We therefore tested whether the isolated CCV
could be phosphorylated byDyrk1A by using the CCV preparat-
ions purified from brains (B) and livers (L) (Figure 5). By
incubation with [γ-32P]ATP, the CCVs prepared from rat brains
produced primarily one radioactive protein band (asterisk, lane
10). This is consistent with an earlier report (38) and suggests that
the labeled protein is the μ-subunit of the AP2 complex. Incuba-
tion with both Dyrk1A and [γ-32P]ATP resulted in the phos-
phorylation of multiple protein bands in the brain CCV with
estimated molecular masses of approximately 400, 350, 145, 120,
and 34 kDa (filled arrowheads) in addition to the autopho-
sphorylated GST-Dyrk1A497 (arrow, lanes 20 and 50). The
32P-labeled 145 kDa band did not coincide with a major band
of clathrin heavy chain and migrated slightly faster than that
(lanes 2 and 20). In contrast, the liver CCV lacked these
phosphorylated proteins. Instead, a band of 100-110 kDa was
phosphorylated byDyrk1A (empty arrowhead, lane 40). Also the
phosphorylation level of the 50 kDa band seemed to be enhanced
by the kinase (lanes 30 and 40). The autophosphorylated Dyrk1A
was seen as two different sizes:monomers (arrow) and aggregates
at the top of the gel (lane 50). The autophosphorylation became
less significant when the samples were incubated with the brain
CCVs. We also tested whether endophilin 1 could be a Dyrk1A
substrate. We found that the GST-endophilin 1 was not
phosphorylated by the kinase at a noticeable level (data not
shown). Thus, our results indicate that neither clathrin heavy
chain nor endophilin 1 is a substrate for the kinase.

Dynamin 1, amphiphysin 1, and synaptojanin 1 were pre-
viously identified as Dyrk1A substrates (28-30). To test whether

these proteins contributed to the phosphorylation in the brain
CCV, we analyzed the levels of these proteins in the CCV
preparations. Western blotting revealed that amphiphysin 1
and synaptojanin 1 were below the detection levels. Dynamin 1
was found in the brain CCV; however, its levels varied with the
preparations (not shown). Nevertheless, the size of dynamin 1 did
not match any of the phosphorylated protein bands in Figure 5
(lane 20). Therefore, we concluded that Dyrk1A phosphorylated
a new set of proteins associated with the brain CCV.

DISCUSSION

The majority (70%) of Dyrk1A in the rat brain was found in
postnuclear precipitates. The kinase was apparently associated
with the postnuclear precipitates. Extraction of the precipitates
with a buffer at pH 7.4, including high salt (1 M NaCl) or
detergent (Triton X-100), released the kinase to some extent, but
not with a buffer at pH 6.5. Two proteins capable of binding to
Dyrk1A were identified from the Triton-insoluble fraction:
clathrin heavy chain and dynamin 1. One more Dyrk1A binding
protein, endophilin 1, was found during the study. All three
proteins are required for the regulated endocytosis in neurons.
Dyrk1A phosphorylated five distinct protein bands associated
with brain CCVs. Some of the known substrates for Dyrk1A are
also brain-specific endocytic accessory proteins. Therefore, bind-
ing to the multiple endocytic proteins may play a role in
anchoring Dyrk1A near its substrates, thus assisting the kinase
in controlling endocytic processes.
Localization of Kinase.Martı́ et al. (15) have shown that the

majority of Dyrk1A expressed in adult mouse brain is recovered
in postnuclear supernatant, which agrees with our current data.
They subfractionated the postnuclear supernatant by a discon-
tinuous sucrose gradient centrifugation and found that Dyrk1A
segregated into two peaks. However, neither peak matched well
with the positions of calretinin (soluble protein), SNAP-25
(plasmamembraneprotein), orp38 (synaptic vesicle protein) (15).
Their results imply that Dyrk1A is associated with multiple
cellular constituents. Our estimation of the kinase distribution
in various subcellular fractionations indicates that 87% of the
Dyrk1A recovered in the low-speed (1000g) postnuclear super-
natant was precipitated by higher-speed centrifugation (19000g).
Only a small fraction of Dyrk1A from the S1 fraction was found
in the soluble fraction (cytosol). Regardless of its nuclear target-
ing sequence, the total amount of Dyrk1A recovered in the crude
nuclear precipitate was only 5% (Figure 1 and Table 1). On the
basis of the soluble nature of the recombinant Dyrk1A, we
hypothesized that cells employ a mechanism(s) to retain the
kinase in the insoluble extranuclear pools, which prevents the
kinase from freely translocating to nuclei. It may also function to
modulate the kinase action (or activity) and/or retain the kinase
nearby its cytoplasmic substrates. Therefore, we sought to
identify Dyrk1A binding proteins in the P2 fraction after Triton
X-100 extraction at pH 6.5, assuming that the binding proteins
are either insoluble or form insoluble aggregates with other
cellular components at slightly acidic pH.
Dyrk1A Binding Proteins. So far, five cytoplasmic proteins

have been reported to bind to Dyrk1A: phytanoyl-CoA
R-hydroxylase-associated protein 1 (PAHX-AP1, also named
PHYHIP) (39), R-synuclein (25), 14-3-3 (40, 41), Sprouty2 (42),
and caspase 9 (26, 27). PAHX-AP1 is shown to interact with
phytanoyl-CoA R-hydroxylase (PAHX or PHYH), a Refsum’s
disease gene product. In contrast to the endogenous kinase, most

FIGURE 5: Phosphorylation by Dyrk1A of the CCV preparations
from brain and liver. CCV preparations (20 μg) were incubated with
0.1 mM [γ-32P]ATP, 25mMTris-HCl (pH 7.4), 5 mMMgCl2, 0.1M
NaCl, 0.1mMDTT, and a protease cocktail with (+) orwithout (-)
the GST-Dyrk1A497 (3.7 μg) at 30 �C for 30 min in a final volume
of 30 μL. After the reaction had been stopped with 10 mM EDTA,
a mixture of phosphatase inhibitors (2.5 mM Na2VO4, 5 mM
Na2MoO4, 10 mM NaF, 2 μM cyclosporine, 0.6 μM okadaic acid,
and 20 nM cypermethrin) was added to each tube, and the samples
were subjected to 7% SDS-PAGE followed by autoradiography.
Total proteins applied per each lane were 4.2 and 12.5 μg for brain (B)
and liver (L) CCVs, respectively: (arrows) recombinantGST-Dyrk1A,
(asterisk) endogenously phosphorylated protein, (filled arrowheads)
phosphorylated proteins specific to brain, and (empty arrowheads)
phosphorylated protein specific to liver.
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recombinant Dyrk1A expressed in cultured cells is known to be
located in the nucleus. However, when Dyrk1A and PAHX-AP1
were cotransfected into PC12 cells, Dyrk1A redistributed from
the nucleus to the cytoplasm and colocalized with PAHX-
AP1 (39). R-Synuclein is the major component of Lewy bodies
and is observed in the brains of DS patients who have AD (43).
14-3-3 is a family of proteins with molecular masses of 28-31
kDa (44). The binding of 14-3-3β to its targets depends
on phosphorylated Ser or Thr residues in the target proteins,
and 14-3-3β bound to Dyrk1A autophosphorylated at Ser520
located within the PEST domain (41). In contrast, the 14-3-3ε
bound to the kinase irrespective of autophosphorylation (40).
In both cases, binding to 14-3-3 enhanced Dyrk1A activity
almost 2-fold. Sprouty2 (35 kDa) has inhibitory effects on
receptor tyrosine kinase, closely associated with FGF signal-
ing (45, 46). Dyrk1A forms complexes with Sprouty2 and
phosphorylates it, which in turn impairs the inhibitory activity
of Sprouty2. Expression of Sprouty2 and Dyrk1A overlaps
in several structures inmouse brain, and both proteins copurified
with synaptic plasma membranes (42). Similarly, recent studies
have shown that Dyrk1A binds to caspase 9 and phosphorylates
it at Thr125, a key site in inactivating the protease (26, 27).
Thus, Dyrk1A regulates apoptosis by inhibiting caspase 9
activation.

In this study, we identified three new Dyrk1A binding
proteins, clathrin heavy chain, endophilin 1, and dynamin 1.
Dynamin 1 (xa isoform) is a Dyrk1A substrate (28), but clathrin
heavy chain and endophilin are not. The proteins identified from
the LC-MS/MS analysis of the Coomassie Blue-stained gels
were confirmed as kinase binding proteins by using purified or
partially purified proteins (Figure 3). In overlay assays, one of the
binding partners was denatured and partially renatured on
PVDF membranes. Thus, it was possible that the observed
binding on the PVDF membrane might be an artifact. However,
in our study, clathrin heavy chain aswell as dynamin 1 did bind to
Dyrk1Anomatter which interacting partner was immobilized on
PVDF membranes. Furthermore, the fact that Dyrk1A copreci-
pitated with newly formed clathrin cages (Figure 4D) suggests
that it indeed binds to clathrin heavy chain under native condit-
ions. Similarly, Dyrk1A-dynamin 1 binding was also observed
under native conditions (Figure 4C). These observations validate
the overlay assay as an appropriate method for looking for
binding partners. Although theGST-Dyrk1A failed to pull down
dynamin, GST-Am-SH3 was used successfully to cosediment the
dynamin 1-Dyrk1A complex. Because Dyrk1A bound weakly
to GST-Am-SH3 (Figure 4) but bound well to dynamin PRD
(T. Adayev et al., unpublished observation), we concluded that
the binding partner of Dyrk1Awas dynamin, notGST-Am-SH3.
This suggests that the conformational change of dynamin
occurred by binding to anchor proteins on a solid surface under
native conditions, which would expose the Dyrk1A-interacting
site. As shown in Figure 2, the overlay assay disclosed addi-
tional Dyrk1A binding proteins with molecular masses between
70 and 110 kDa in the P2 fraction. On the basis of their mole-
cular size, they are likely to be a different set of kinase-binding
proteins.
Kinase, Its Binding Proteins, and Endocytosis. Although

Dyrk1A coprecipitated with clathrin cages, the amounts of
Dyrk1A associated with the isolated CCV from rat brains were
not considerably high and varied from preparation to preparat-
ion (data not shown). Even though our CCV preparation was
not pure, phosphorylation of the CCV-associated proteins by

endogenous kinase(s) was limited to only a single protein band.
This is consistent with reports by others; the single labeled band
is likely the μ2 subunit of AP2 complex phosphorylated by
the copurified cyclin G-associated kinase/adapter-associated
kinase (38, 47). The finding that Dyrk1A did not accumulate
or concentrate in the isolated CCV suggests that binding of
Dyrk1A to clathrin heavy chain (and also to dynamin 1 and
endophilin 1) is modulated by other factors. A certain level of
bound Dyrk1A could be dissociated from clathrin heavy chain
during the isolation process of CCVs if the binding constant was
low. Alternatively, binding of Dyrk1A to clathrin heavy chain
may occur temporally in living cells, and the kinase may be
subsequently replacedwith other clathrin binding proteins during
the formation of coated pits (48). Further studies are required to
determine the binding site for Dyrk1A on clathrin heavy chain,
binding affinity, and competition with other clathrin binding
proteins. In addition, it is necessary to study how the kinase
binding to the endocytic proteins is regulated and how the
binding affects the kinase activity.
Phosphorylation of Brain-Specific Endocytic Proteins

by Dyrk1A.Dyrk1A phosphorylated five distinct protein bands
in brain CCVs with respective molecular masses of roughly 400,
350, 145, 120, and 35 kDa. These proteins are expressed in a
brain-specific manner. Many endocytic proteins expressed in the
brain are phosphoproteins (49). We have found that dynamin
1 (28), amphiphysin 1 (30), and synaptojanin 1 (29) are substrates
for Dyrk1A. These key proteins regulate the clathrin-mediated
endocytosis (49, 50), and their phosphorylation statuses change
synchronously with the stimulation of synaptic termini (51).
More importantly, Dyrk1A is also expressed in the brains
of adult animals (8, 13, 15). The apparent molecular masses of
400 and 350 kDa of the phosphorylated protein bands clearly
differ from those of any known Dyrk1A substrates. In addition,
amphiphysin 1 and synaptojanin 1 were not present in the CCV
preparation at detectable levels. Dynamin 1 did not match the
32P-labeled band of 120 kDa by immunoblotting. Therefore,
these results suggest that the phosphorylated proteins of 145 and
120 kDa in the brain CCV were not dynamin, amphiphysin, or
synaptojanin.

Dyrk1A is strongly expressed in the central nervous system,
and its expression is persistent throughout adulthood in selected
brain regions (8, 10, 15, 16).Multiple substrates forDyrk1A have
been identified. Many of them are specifically expressed in the
brain and are required for the regulated endocytosis or associated
with the isolated CCV. Therefore, Dyrk1A may play a role in
regulating clathrin-mediated endocytosis. In addition, clathrin
heavy chain, dynamin 1, and endophilin 1 may serve to anchor
Dyrk1A near its substrates. Levels of expression of both Dry-
k1A (12, 13) and the calcineurin inhibitor RCAN1 (DSCR1/
MCIP1) (52) are elevated in the brains of DS individuals. Such
elevation could result in aberrant phosphorylation of substrates,
which may in turn lead to changes in synaptic vesicle formation
and thereby neuroplasticity.

ACKNOWLEDGMENT

We are thankful to Dr. R. Denman for critical reading of the
manuscript.

SUPPORTING INFORMATION AVAILABLE

Table 2 and the LC-MS/MS methods. This material is
available free of charge via the Internet at http://pubs.acs.org.



9304 Biochemistry, Vol. 48, No. 39, 2009 Murakami et al.

REFERENCES

1. Himpel, S., Tegge,W., Frank, R., Leder, S., Joost, H. G., and Becker,
W. (2000) Specificity determinants of substrate recognition by the
protein kinase DYRK1A. J. Biol. Chem. 275, 2431–2438.

2. Kentrup,H., Becker,W.,Heukelbach, J.,Wilmes, A., Schurmann,A.,
Huppertz, C., Kainulainen, H., and Joost, H. G. (1996) Dyrk, a dual
specificity protein kinase with unique structural features whose
activity is dependent on tyrosine residues between subdomains VII
and VIII. J. Biol. Chem. 271, 3488–3495.

3. Becker, W., and Joost, H. G. (1999) Structural and functional
characteristics of Dyrk, a novel subfamily of protein kinases with
dual specificity. Prog. Nucleic Acid Res. Mol. Biol. 62, 1–17.

4. Hammerle, B., Carnicero, A., Elizalde, C., Ceron, J., Martinez, S. B.,
and Tejedor, F. J. (2003) Expression patterns and subcellular localiza-
tion of the Down syndrome candidate protein MNB/DYRK1A
suggest a role in late neuronal differentiation. Eur. J. Neurosci. 17,
2277–2286.

5. Raich, W. B., Moorman, C., Lacefield, C. O., Lehrer, J., Bartsch, D.,
Plasterk, R. H., Kandel, E. R., and Hobert, O. (2003) Characteriza-
tion of Caenorhabditis elegans homologs of the Down syndrome
candidate gene DYRK1A. Genetics 163, 571–580.

6. Tejedor, F., Zhu, X. R., Kaltenbach, E., Ackermann, A., Baumann,
A., Canal, I., Heisenberg, M., Fischbach, K. F., and Pongs, O. (1995)
minibrain: A new protein kinase family involved in postembryonic
neurogenesis in Drosophila. Neuron 14, 287–301.

7. Hammerle, B., Vera-Samper, E., Speicher, S., Arencibia, R., Martinez,
S., and Tejedor, F. J. (2002) Mnb/Dyrk1A is transiently expressed and
asymmetrically segregated in neural progenitor cells at the transition to
neurogenic divisions. Dev. Biol. 246, 259–273.

8. Okui, M., Ide, T., Morita, K., Funakoshi, E., Ito, F., Ogita, K.,
Yoneda, Y., Kudoh, J., and Shimizu, N. (1999) High-level expression
of theMnb/Dyrk1Agene in brain andheart during rat early development.
Genomics 62, 165–171.

9. Song, W. J., Sternberg, L. R., Kasten-Sportes, C., Keuren, M. L.,
Chung, S. H., Slack, A. C., Miller, D. E., Glover, T. W., Chiang, P.W.,
Lou, L., and Kurnit, D. M. (1996) Isolation of human and murine
homologues of the Drosophila minibrain gene: Human homologue
maps to 21q22.2 in the Down syndrome “critical region”. Genomics 38,
331–339.

10. Guimera, J., Casas, C., Pucharcos, C., Solans, A., Domenech, A.,
Planas, A. M., Ashley, J., Lovett, M., Estivill, X., and Pritchard,
M. A. (1996) A human homologue ofDrosophilaminibrain (MNB) is
expressed in the neuronal regions affected in Down syndrome and
maps to the critical region. Hum. Mol. Genet. 5, 1305–1310.

11. Shindoh, N., Kudoh, J., Maeda, H., Yamaki, A., Minoshima, S.,
Shimizu, Y., and Shimizu, N. (1996) Cloning of a human homolog of
the Drosophila minibrain/rat Dyrk gene from “the Down syndrome
critical region” of chromosome 21. Biochem. Biophys. Res. Commun.
225, 92–99.

12. Guimera, J., Casas, C., Estivill, X., and Pritchard, M. (1999) Human
minibrain homologue (MNBH/DYRK1): Characterization, alternative
splicing, differential tissue expression, and overexpression in Down
syndrome. Genomics 57, 407–418.

13. Dowjat, W. K., Adayev, T., Kuchna, I., Nowicki, K., Palminiello, S.,
Hwang, Y. W., and Wegiel, J. (2007) Trisomy-driven overexpression
of DYRK1A kinase in the brain of subjects with Down syndrome.
Neurosci. Lett. 413, 77–81.

14. Altafaj, X., Dierssen,M., Baamonde, C.,Marti, E., Visa, J., Guimera,
J., Oset, M., Gonzalez, J. R., Florez, J., Fillat, C., and Estivill, X.
(2001)Neurodevelopmental delay,motor abnormalities and cognitive
deficits in transgenic mice overexpressing Dyrk1A (minibrain), a
murine model of Down’s syndrome.Hum.Mol. Genet. 10, 1915–1923.

15. Marti, E., Altafaj, X., Dierssen, M., de la Luna, S., Fotaki, V.,
Alvarez, M., Perez-Riba, M., Ferrer, I., and Estivill, X. (2003)
Dyrk1A expression pattern supports specific roles of this kinase in
the adult central nervous system. Brain Res. 964, 250–263.

16. Wegiel, J., Kuchna, I., Nowicki, K., Frackowiak, J., Dowjat, K.,
Silverman,W. P., Reisberg, B., DeLeon, M., Wisniewski, T., Adayev,
T., Chen-Hwang, M. C., and Hwang, Y. W. (2004) Cell type- and
brain structure-specific patterns of distribution of minibrain kinase in
human brain. Brain Res. 1010, 69–80.

17. Kimura, R., Kamino, K., Yamamoto, M., Nuripa, A., Kida, T.,
Kazui, H., Hashimoto, R., Tanaka, T., Kudo, T., Yamagata, H.,
Tabara, Y., Miki, T., Akatsu, H., Kosaka, K., Funakoshi, E.,
Nishitomi, K., Sakaguchi, G., Kato, A., Hattori, H., Uema, T., and
Takeda, M. (2007) The DYRK1A gene, encoded in chromosome 21
Down syndrome critical region, bridges between β-amyloid production
and tau phosphorylation in Alzheimer disease. Hum. Mol. Genet. 16,
15–23.

18. Park, J., Yang, E. J., Yoon, J. H., and Chung, K. C. (2007) Dyrk1A
overexpression in immortalized hippocampal cells produces the
neuropathological features of Down syndrome. Mol. Cell. Neurosci.
36, 270–279.

19. Woods, Y. L., Cohen, P., Becker, W., Jakes, R., Goedert, M., Wang,
X., and Proud, C. G. (2001) The kinase DYRK phosphorylates
protein-synthesis initiation factor eIF2Bε at Ser539 and the
microtubule-associated protein tau at Thr212: Potential role for
DYRK as a glycogen synthase kinase 3-priming kinase. Biochem. J.
355, 609–615.

20. Ryoo, S. R., Jeong, H. K., Radnaabazar, C., Yoo, J. J., Cho, H. J.,
Lee, H. W., Kim, I. S., Cheon, Y. H., Ahn, Y. S., Chung, S. H., and
Song, W. J. (2007) DYRK1A-mediated hyperphosphorylation of
Tau. A functional link between Down syndrome and Alzheimer
disease. J. Biol. Chem. 282, 34850–34857.

21. Woods, Y. L., Rena, G., Morrice, N., Barthel, A., Becker, W., Guo,
S., Unterman, T. G., and Cohen, P. (2001) The kinase DYRK1A
phosphorylates the transcription factor FKHR at Ser329 in vitro, a
novel in vivo phosphorylation site. Biochem. J. 355, 597–607.

22. Yang, E. J., Ahn, Y. S., andChung,K. C. (2001) Protein kinaseDyrk1
activates cAMP response element-binding protein during neuronal
differentiation in hippocampal progenitor cells. J. Biol. Chem. 276,
39819–39824.

23. Arron, J. R.,Winslow,M.M., Polleri, A., Chang, C. P.,Wu, H., Gao,
X., Neilson, J. R., Chen, L., Heit, J. J., Kim, S. K., Yamasaki, N.,
Miyakawa, T., Francke, U., Graef, I. A., and Crabtree, G. R. (2006)
NFAT dysregulation by increased dosage of DSCR1 and DYRK1A
on chromosome 21. Nature 441, 595–600.

24. Gwack, Y., Sharma, S., Nardone, J., Tanasa, B., Iuga, A., Srikanth,
S., Okamura, H., Bolton, D., Feske, S., Hogan, P. G., and Rao, A.
(2006) A genome-wide Drosophila RNAi screen identifies DYRK-
family kinases as regulators of NFAT. Nature 441, 646–650.

25. Kim, E. J., Sung, J. Y., Lee,H. J., Rhim,H.,Hasegawa,M., Iwatsubo,
T., Mindo, S., Kim, J., Paik, S. R., and Chung, K. C. (2006) Dyrk1A
phosphorylates R-synuclein and enhances intracellular inclusion
formation. J. Biol. Chem. 281, 33250–33257.

26. Seifert, A., Allan, L. A., and Clarke, P. R. (2008) DYRK1A phos-
phorylates caspase 9 at an inhibitory site and is potently inhibited in
human cells by harmine. FEBS J. 275, 6268–6280.

27. Laguna, A., Aranda, S., Barallobre, M. J., Barhoum, R., Fernandez,
E., Fotaki, V., Delabar, J. M., de la Luna, S., de la Villa, P., and
Arbones, M. L. (2008) The protein kinase DYRK1A regulates
caspase-9-mediated apoptosis during retina development. Dev. Cell
15, 841–853.

28. Chen-Hwang, M. C., Chen, H. R., Elzinga, M., and Hwang, Y. W.
(2002) Dynamin is a minibrain kinase/dual specificity Yak1-related
kinase 1A substrate. J. Biol. Chem. 277, 17597–17604.

29. Adayev, T., Chen-Hwang, M. C., Murakami, N., Wang, R., and
Hwang, Y.W. (2006)MNB/DYRK1A phosphorylation regulates the
interactions of synaptojanin 1 with endocytic accessory proteins.
Biochem. Biophys. Res. Commun. 351, 1060–1065.

30. Murakami, N., Xie, W., Lu, R. C., Chen-Hwang, M. C., Wieraszko,
A., and Hwang, Y. W. (2006) Phosphorylation of amphiphysin I by
minibrain kinase/dual-specificity tyrosine phosphorylation-regulated
kinase, a kinase implicated in Down syndrome. J. Biol. Chem. 281,
23712–23724.

31. Huang, Y., Chen-Hwang, M. C., Dolios, G., Murakami, N., Padovan,
J.C.,Wang,R., andHwang,Y.W. (2004)Mnb/Dyrk1Aphosphorylation
regulates the interaction of dynamin 1 with SH3 domain-containing
proteins. Biochemistry 43, 10173–10185.

32. Ferrer, I., Barrachina, M., Puig, B., Martinez de Lagran, M., Marti,
E.,Avila, J., andDierssen,M. (2005)ConstitutiveDyrk1A is abnormally
expressed in Alzheimer disease, Down syndrome, Pick disease, and
related transgenic models. Neurobiol. Dis. 20, 392–400.

33. Campbell, C., Squicciarini, J., Shia, M., Pilch, P. F., and Fine, R. E.
(1984) Identification of a protein kinase as an intrinsic component of
rat liver coated vesicles. Biochemistry 23, 4420–4426.

34. Manfredi, J. J., andBazari,W.L. (1987)Purificationandcharacterization
of two distinct complexes of assembly polypeptides from calf brain
coated vesicles that differ in their polypeptide composition and kinase
activities. J. Biol. Chem. 262, 12182–12188.

35. Adayev, T., Chen-Hwang, M. C., Murakami, N., Wegiel, J., and
Hwang, Y.W. (2006)Kinetic properties of aMNB/DYRK1Amutant
suitable for the elucidation of biochemical pathways.Biochemistry 45,
12011–12019.

36. Schagger, H., and von Jagow, G. (1987) Tricine-sodium dodecyl
sulfate-polyacrylamide gel electrophoresis for the separation
of proteins in the range from 1 to 100 kDa. Anal. Biochem. 166,
368–379.



Article Biochemistry, Vol. 48, No. 39, 2009 9305

37. Shevchenko, A., Wilm, M., Vorm, O., and Mann, M. (1996) Mass
spectrometric sequencing of proteins silver-stained polyacrylamide
gels. Anal. Chem. 68, 850–858.

38. Korolchuk, V. I., and Banting, G. (2002) CK2 and GAK/auxilin2 are
major protein kinases in clathrin-coated vesicles. Traffic 3, 428–439.

39. Bescond, M., and Rahmani, Z. (2005) Dual-specificity tyrosine-
phosphorylated and regulated kinase 1A (DYRK1A) interacts with
the phytanoyl-CoA R-hydroxylase associated protein 1 (PAHX-
AP1), a brain specific protein. Int. J. Biochem. Cell Biol. 37, 775–783.

40. Kim, D., Won, J., Shin, D. W., Kang, J., Kim, Y. J., Choi, S. Y.,
Hwang,M.K., Jeong, B.W.,Kim,G. S., Joe, C. O., Chung, S.H., and
Song, W. J. (2004) Regulation of Dyrk1A kinase activity by 14-3-3.
Biochem. Biophys. Res. Commun. 323, 499–504.

41. Alvarez, M., Altafaj, X., Aranda, S., and de la Luna, S. (2007)
DYRK1A autophosphorylation on serine residue 520 modulates its
kinase activity via 14-3-3 binding. Mol. Biol. Cell 18, 1167–1178.

42. Aranda, S., Alvarez, M., Turro, S., Laguna, A., and de la Luna, S.
(2008) Sprouty2-mediated inhibition of fibroblast growth factor
signaling is modulated by the protein kinase DYRK1A. Mol. Cell.
Biol. 28, 5899–5911.

43. Lippa, C. F., Schmidt, M. L., Lee, V. M., and Trojanowski,
J. Q. (1999) Antibodies to R-synuclein detect Lewy bodies in many
Down’s syndrome brains with Alzheimer’s disease. Ann. Neurol. 45,
353–357.

44. Jones, D. H., Martin, H., Madrazo, J., Robinson, K. A., Nielsen, P.,
Roseboom, P. H., Patel, Y., Howell, S. A., and Aitken, A. (1995)
Expression and structural analysis of 14-3-3 proteins. J. Mol. Biol.
245, 375–384.

45. Minowada, G., Jarvis, L. A., Chi, C. L., Neubuser, A., Sun, X.,
Hacohen, N., Krasnow, M. A., and Martin, G. R. (1999) Vertebrate
Sprouty genes are induced by FGF signaling and can cause chon-
drodysplasia when overexpressed. Development 126, 4465–4475.

46. Guy, G. R., Wong, E. S., Yusoff, P., Chandramouli, S., Lo, T. L.,
Lim, J., and Fong, C. W. (2003) Sprouty: How does the branch
manager work? J. Cell Sci. 116, 3061–3068.

47. Conner, S. D., and Schmid, S. L. (2002) Identification of an adaptor-
associated kinase, AAK1, as a regulator of clathrin-mediated endo-
cytosis. J. Cell Biol. 156, 921–929.

48. Schmid, E. M., Ford, M. G., Burtey, A., Praefcke, G. J., Peak-Chew,
S. Y.,Mills, I. G., Benmerah, A., andMcMahon, H. T. (2006) Role of
the AP2 β-appendage hub in recruiting partners for clathrin-coated
vesicle assembly. PLoS Biol. 4, e262.

49. Cousin, M. A., and Robinson, P. J. (2001) The dephosphins: Depho-
sphorylation by calcineurin triggers synaptic vesicle endocytosis.
Trends Neurosci. 24, 659–665.

50. Slepnev, V. I., Ochoa, G. C., Butler, M. H., Grabs, D., and De
Camilli, P. (1998) Role of phosphorylation in regulation of the
assembly of endocytic coat complexes. Science 281, 821–824.

51. Bauerfeind, R., Takei, K., andDe Camilli, P. (1997) Amphiphysin I is
associated with coated endocytic intermediates and undergoes stimul-
ation-dependent dephosphorylation in nerve terminals. J. Biol. Chem.
272, 30984–30992.

52. Fuentes, J. J., Genesca, L., Kingsbury, T. J., Cunningham, K. W.,
Perez-Riba, M., Estivill, X., and de la Luna, S. (2000) DSCR1,
overexpressed in Down syndrome, is an inhibitor of calcineurin-
mediated signaling pathways. Hum. Mol. Genet. 9, 1681–1690.


